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MiR-374a promotes the proliferation of human  
osteosarcoma by downregulating FOXO1 expression
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Abstract: MiRNAs play crucial roles in development of cancer. However, the underlying mechanisms of miRNAs in 
osteosarcoma (OS) are poorly understood. In the present study, we reported that the expression of miR-374a was 
markedly upregulated in OS tissues and OS cells compared with the matched adjacent normal tissues and human 
osteoclast h-FOB cell lines. Overexpression of miR-374a promoted the proliferation and anchorage-independent 
growth of OS cells, whereas inhibition of miR-374a showed opposite effect. Furthermore, we identified that FOXO1 
is the functional target of miR-374a. MiR-374a-induced proliferation was correlated with FOXO1, upregulating of the 
cell cycle regulator cyclin D1 and downregulating of cyclin-dependent kinase inhibitors p27. In functional assays, 
FOXO1 downregulation is required for miR-374a-induced OS cell proliferation. In sum, our data provide compelling 
evidence that a novel mechanism of FOXO1 suppression mediated by miR-374a in OS.
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Introduction

Osteosarcoma is the most common primary 
malignant bone tumors diagnosed childhood 
and young adult [1]. In the last several decades, 
significant advances have been made in under-
standing the mechanism of OS carcinogenesis 
[2, 3]. However, the detailed mechanism of OS 
carcinogenesis remains largely unknown. 
Therefore, elucidating the potential mechanism 
that mediate the initiation and progression of 
OS is urgent and of great interest [4].

Accumulating evidences have demonstrated 
that microRNAs (miRNAs), are highly conserved, 
small noncoding RNAs, which have important 
functions in a variety of cellular processes, 
such as cell proliferation, apoptosis, invasion 
and differentiation [5-7]. Previous studies have 
found that miR-374a is upregulated in several 
kinds of tumors, suggest that miR-374a may 
play pivotal roles in cancer tumorigenesis 
[8-11]. In the present study, we investigated the 
biological effects and the potential mecha-
nisms of miR-374a in OS. Furthermore, ectopic 
overexpression of miR-374a promoted the cell 
proliferation of OS in vitro. Bioinformatics anal-

ysis further revealed forkhead box protein O1 
(FOXO1), as a putative target of miR-374a. 
Further investigations revealed that miR-374a 
directly targeted the 3’-UTR of FOXO1 to sup-
press the expression of this gene, which in turn 
promoted the proliferation of OS.

Materials and methods 

Clinical specimens 

Eight human Osteosarcoma (OS) tissues and 
the matched adjacent normal tissues (ANT) 
were obtained from OS patients at Affiliated 
Hospital of Jining Medical University (Shandong, 
People’s Republic of China). The study was 
approved by the ethics committee of Affiliated 
Hospital of Jining Medical University (Shandong, 
People’s Republic of China). Written informed 
consent was obtained from all patients. Tissue 
samples were collected at surgery, immediately 
frozen in liquid nitrogen and stored until total 
RNAs or proteins were extracted.

Cell culture

Human osteosarcoma cell lines (SAO-2, SOSP-
9607, MG-63, and U2-OS) and human osteo-
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blast h-FOB cell lines were purchased from the 
Cell Bank of Chinese Academy of Sciences 
(Shanghai, China) and grown in Dulbecco’s 
Modified Eagle Medium (DMEM, Gibco, USA) 
supplemented with 10% fetal bovine serum 
(FBS, Sigma, USA), 100 units/ml of penicillin-
streptomycin (Invitrogen, Carlsbad, CA). Cell 
lines were cultured in a humidified incubator at 
37°C in an atmosphere of 5% CO2 and 95% air.

Plasmids, small interfering RNA and transfec-
tion

For ectopic expression of FOXO1, FOXO1 ORFs  
with 3’-UTR was amplified using PCR and su- 
bcloned into pEGFP-N1 by using the following  
primers, sense 5’-GGCGAGCTCGTGAGCAGGTT- 
ACACTTAAAAGTAC-3’, antisense 5’-GGCTCTAG- 
AGCACAT AACCTGCACACATTG-3’ (Invitrogen, 
USA). MiR-374a mimic, miR-374a inhibitor and 
negative control were purchased from 
GeneCopoeia (Guangzhou, China) and trans-
fected into OS cells using Lipofectamine 2000 
reagent (Invitrogen, USA) according to the man-
ufacturer’s instructions.

For FOXO1 depletion, FOXO1-siRNA [siRNA 
sequence used is listed as: GCUCAAAUGCU- 
AGUACUAUTT (sense), AUAGUACUAGCAUUUG- 
AGCTA (antisense)] and Negative Control siRNA 
were purchased from Qiagen. Transfection of 
siRNAs were performed using lipofectamine 
2000 (Invitrogen, USA), according to the manu-
facturer’s protocol.

RNA extraction and real-time quantitative PCR

Total RNA including microRNAs was extracted 
from culture cells and patient samples using 
mirVana miRNA Isolation Kit (Ambion) accord-
ing to the manufacturer’s instructions, and 
then cDNA was synthesized from 5 ng of total 
RNA using the Taqman® miRNA reverse tran-
scription kit (Applied Biosystems). The expres-
sion levels of miR-374a were quantified using 
the miRNA-specific TaqMan® MiRNA Assay Kit 
(Applied Biosystems). The relative miR-374a 
expression levels after normalization to U6 
small nuclear RNA were calculated using 2-[(Ct of 

miR-374a) - (Ct of U6)].

Real-time PCR was performed using the Applied 
Biosystems 7500 Sequence Detection system 
using the following primers for cyclin D1 (for-
ward primer: 5’-AACTACCTGGACGCTTCCT-3’ 

and reverse primer: 5’-CCACTTGAGCTTGTTCA 
CCA-3’) and p27 (forward primer: 5’-TGCAACC- 
GACGATTCTTCTACTCAA-3’, p27 reverse primer: 
5’-CAAGCAGTGATGTATCTGATAAACAAGGA-3’). 
Expression data were normalized to the geo-
metric mean of GAPDH (forward primer 
5’-GACTCATGACCACAGTCCATGC-3’; reversep-
rimer 3’-AGAGGCAGGGATGATGTTCTG-5’) to 
control the variability in expression levels and 
calculated as 2-[(Ct of CyclinD1 and p27) – (Ct of GAPDH)].

MTT assays and colony formation 

For MTT assay, SOSP-9607 cells were seeded 
in 96-well plates in medium containing 10% 
FBS at approximately 3,000 cells/well. During 
the last 4 h of each day of culture, cells were 
treated with MTT (50 mg per well, Sigma, USA). 
The generated formazan was dissolved in 
DMSO, and the absorbance was recorded.

For colony formation assay, SOSP-9607 cells 
were plated into three 60 mm dishes (1 × 103 
cells per well) and incubated for 10 days in 
medium containing 10% FBS. The colonies 
were stained with 1.0% crystal violet for 30 s 
after fixation with 10% formaldehyde for 5 min. 
The number of colonies, defined as > 50 cells/
colony were counted. 

Anchorage-independent growth assay

Cells were trypsinized, and 1000 cells were 
resuspended in 2 ml complete medium plus 
0.3% agar (Sigma). The agar-cell mixture was 
plated on top of a bottom layer consisting of 1% 
agar in complete medium. Cells were incubated 
for 14 days at 37°C until colony formation and 
colonies were stained with 0.5% Crystal Violet 
for counting under microscope and cell colo-
nies were photographed at an original magnifi-
cation of 100 ×. Only cell colonies containing 
more than 50 cells were counted. 

Luciferase assays

Cells were seeded in triplicate in 24-well plates 
(5 × 104/well) and cultured for 24 hours. The 
pGL3-luciferase reporter gene plasmids pGL3-
FOXO1-3’-UTR, or the control-luciferase plas-
mid were cotransfected into the cells with the 
control pRL-TK Renilla plasmid (Promega) using 
Lipofectamine 2000 Reagent (Invitrogen). 
Dual-luciferase activity assays were assayed 
48 hours after transfection.
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Western blotting

Protein lysates were prepared, the equivalent 
aliquots of proteins were electrophoresed on a 
10% SDS/polyacrylamide gel and transferred 
to nitrocellulose membranes. The membrane 
was incubated overnight with anti-FOXO1, anti-
cyclin D1 and anti-p27 (1:1000; Cell Signaling 
Technology). To control sample loading, the 
blotting membranes were stripped and re-
probed with an anti-a-tubulin antibody (Sigma-
Aldrich). And signals were visualized by 
enhanced chemiluminescence (ECL, Thermo).

Statistical analysis

Statistical analysis was performed using the 
SPSS 16.0 (SPSS Inc, Chicago, IL, USA). 
Statistical analyses were done by analysis of 
variance (ANOVA) or Student’s t test. Statistical 
significance was defined as a value of P < 0.05.

Result

MiR-374a expression was upregulated in OS 
tissues and OS cell lines

Real-time PCR analysis revealed that the 
expression levels of miR-374a in all 4 tested OS 
cell lines (SAO-2, SOSP-9607, MG-63, and 
U2-OS) was markedly upregulated miR-374a 
levels than those in the human osteoblast 
h-FOB cell lines (Figure 1A), and miR-374a 
expression was markedly upregulated in the OS 
tissues than in the tumor adjacent normal tis-

sues (TAT) (Figure 1B), indicating that miR-374a 
played a crucial role in OS. Together, these 
results suggest that miR-374a is significantly 
increased in OS and may serve as a prognostic 
marker for patients with OS.

MiR-374a promoted OS cell proliferation cell 
cycle progression

Because miR-374a was significantly upregulat-
ed in OS tissues and OS cell lines, we investi-
gated the function of miR-374a in OS cells. 
SOSP-9607 cells were transfected with miR-
374a mimics, miR-374a inhibitor or the respec-
tive controls, the result of PCR revealed that 
both of them showed great transfection effi-
ciency (Figures 2A and 3A). 

Using MTT assay and colony formation assays 
showed that cell growth rate was significantly 
increased in miR-374a-transduced SOSP-9607 
cells, compared to negative control (NC)-
transfected cells (Figure 2B and 2C). Strikingly, 
we found that enforced expression of miR-374a 
in SOSP-9607 cells drastically enhanced their 
anchorage-independent growth ability (Figure 
2D). In contrast, the cell growth rates and colo-
ny numbers of SOSP-9607 cells transfected 
with miR-374a-in were significantly decreased 
than those transfected with NC (Figure 3B and 
3C). In addition, the anchorage-independent 
growth ability of SOSP-9607 cells was signifi-
cantly decreased in response to miR-374a-in 
(Figure 3D). These results showed that miR-
374a promoted OS cell tumorigenicity in vitro.

Figure 1. Expression of miR-374a in human osteosarcoma (OS) cell lines and tissues. A. Real-time PCR analysis of 
miR-374a expression in human osteoblast h-FOB cell lines and OS cell lines, including SAOS-2, SOSP-9607, MG-
63 and U2-OS. B. Relative miR-374a expression levels in 8 paired primary OS tissues (T) and the tumor adjacent 
normal tissues (TAT) from the same patient were detected by PCR analysis. Each bar represents the mean of three 
independent experiments. *P < 0.05.
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MiR-374a directly targets FOXO1 by binding to 
its 3’-UTR in OS

It is generally accepted that miRNAs regulate 
the expression of mRNAs by targeting the 
3’UTR of relative mRNAs. Our analysis using 
publicly available algorithm TargetScan demon-
strated that miR-374a may directly target the 
3’UTR of FOXO1 (Figure 4A).

To determine whether miR-374a affects FOXO1 
expression, expression of FOXO1 were detect-
ed in the SOSP-9607 cells, which were trans-
fected with miR-374a mimics, miR-374a-in or 
the respective controls. Western blotting analy-
sis showed that miR-374a mimics markedly 
suppressed FOXO1 protein levels in SOSP-
9607 cells (Figure 4B), while miR-374a-in clear-
ly promoted FOXO1 protein expression. To verify 
the effect of miR-374a on the inhibition of 
FOXO1 expression, we examined whether 
FOXO1 is regulated by miR-374a through direct 
binding to its 3’UTR. FOXO1 3’-UTR vector were 

cotransfected in SOSP-9607 cells with miR-
374a mimic, miR-374a-in or miR-374a-mut, fol-
lowed by measurement of luciferase activity. 
Significant repression of luciferase activities 
were observed in was observed in SOSP-9607 
cells transfected with miR-374a mimic, where-
as the positive effect of miR-374a-in increased 
wild-type FOXO1 luciferase activity. Meanwhile, 
overexpressing miR-374a-mut had no effect on 
the luciferase activity of FOXO1 3’-UTR (Figure 
4C). These results, taken together, demonstrat-
ed that FOXO1 is a bona fide target of 
miR-374a.

MiR-374a altered levels of proteins related to 
proliferation and cell cycle in OS cells

A previous study revealed that FOXO1 can regu-
late a series of genes relevant to the cell prolif-
eration and cell cycle, including the CDK inhibi-
tors p27and the CDK regulator cyclin D1 [12]. 
To investigate the mechanism underlying cell 
proliferation and cell cycle, we tested the effect 

Figure 2. miR-374a upregulation promoted OS cell proliferation. A. Validation of miR-374a expression levels  
after transfection by PCR analysis. B. MTT assays revealed that inhibition of miR-374a promoted growth of SOSP-
9607 OS cell line. C. Representative quantification of crystal violet-stained cell colonies. D. Upregulation of miR-
374a promoted the anchorage-independent growth of SOSP-9607 cells. Representative micrographs (left) and 
quantification of colonies that were > 0.1 mm (right). Each bar represents the mean of three independent experi-
ments. *P < 0.05.
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of miR-374a on critical cell-proliferation and 
cell cycle related regulators p27and cyclin D1. 
Using real-time PCR and Western blotting anal-
ysis, we observed that p27 mRNA and protein 
were downregulated and cyclin D1 mRNA  
and protein were upregulated in miR-
374a-transfected SOSP-9607 cells, compared 
to NC-transfected cells (Figure 4D and 4E). 
Thus providing further evidence that indicated 
that miR-374a modulated the expression of 
p27 and cyclin D1 by regulating FOXO1.

FOXO1 downregulation is required for 
miR-374a-induced proliferation of OS cells

To further investigate the role of FOXO1 in OS 
cell proliferation, we first examined the effects 
of FOXO1 downregulation on cell proliferation of 
OS cells transfected with miR-374a-in. As pre-
dicted, Western blot analysis verified that 
FOXO1-siRNA effectively decreased the expres-
sion of FOXO1 in miR-374a-in-transfected 

SOSP-9607 cells (Figure 5A). Colony formation 
and anchorage-independent growth assays 
revealed that FOXO1-silenced in miR-374a-in-
transfected SOSP-9607 cells have an additive 
effect on cells proliferation (Figure 5B). Taken 
together, these results demonstrated that 
direct FOXO1 downregulation is required for 
miR-374a-induced OS cell proliferation.

Discussion

In this present study, we demonstrated that 
miR-374a was upregulated in OS tissues and 
OS cell lines, compared to the tumor adjacent 
normal tissues and human osteoblast h-FOB 
cell lines. Upregulation of miR-374a promoted 
the cell proliferation and anchorage-indepen-
dent growth of OS cells. Conversely, inhibition 
of miR-374a reduced this effect, probably 
through downregulating FOXO1 expression 
post-translationally by targeting its mRNA 
3’-UTR. The negative regulation of FOXO1 by 

Figure 3. Inhibition of miR-374a inhibited OS cell proliferation. A. Validation of miR-374a expression levels  
after transfection by PCR analysis. B. MTT assays revealed that upregulation of miR-374a inhibited growth of SOSP-
9607 OS cell line. C. Representative quantification of crystal violet-stained cell colonies. D. Inhibition of miR-374a 
inhibited the anchorage-independent growth of SOSP-9607 cells. Representative micrographs (left) and quantifica-
tion of colonies that were > 0.1 mm (right). Each bar represents the mean of three independent experiments. *P 
< 0.05.
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miR-374a leads to upregulation of CyclinD1 
and downregulation of p27. Collectively, these 
findings suggest that miR-374a may promote 
the initiation and progression of OS.

It has been demonstrated that microRNAs neg-
atively regulate their target mRNAs in a 
sequence-specific manner [6, 13], which play 
crucial roles in development of human cancers, 
including osteosarcoma [14-16]. The effects of 
miR-374a have been mostly described in motile 
kinds of cancer cells [8, 9, 11]. Growing evi-
dence suggests that FOXO1 expression is regu-
lated by several microRNAs [17-19]. However, 
there was no report about FOXO1 regulated by 
miR-374a in OS to promote cell proliferation. It 

is the first time to uncover the new relationship 
of regulation of FOXO1 and miR-374a in OS. In 
the present study, we found that miR-374a 
expression was significantly overexpressed in 
human OS tissues and OS cells (SAOS-2, SOSP-
9607, MG-63 and U2-OS), compared to the 
matched adjacent normal tissues and human 
osteoclast h-FOB cell lines, and miR-374a over-
expression in SOSP-9607 cells promotes OS 
cell proliferation in vitro, suggesting that miR-
374a plays an important role in malignant pro-
cesses in OS.

By using bioinformatic analysis, we identified 
FOXO1 as the potential target gene of miR-
374a. The luciferase activity assay demonstrat-

Figure 4. miR-374a suppresses FOXO1 expression by directly targeting the FOXO1 3’-UTR. A. Predicted miR-374a tar-
get sequence in the 3’-UTR of FOXO1 (FOXO1-3’-UTR) and positions of three mutated nucleotides (red) in the 3’-UTR 
of miR-374a (miR-374a-mut). B. Western blotting analysis of FOXO1 expression in cells transfected with miR-374a 
or the miR-374a inhibitor. α-Tubulin served as the loading control. C. Luciferase reporter assay of the indicated cells 
transfected with the pGL3-FOXO1-3’-UTR reporter and miR-374a or miR-374a-in or miR-374a with oligonucleotides. 
D. Real-time PCR analysis of expression of cyclin D1 and p27 in indicated SOSP-9607cells. E. Western blotting 
analysis of expression of cyclin D1 and p27 protein in SOSP-9607 cells. α-Tubulin served as the loading control. *P 
< 0.05.
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ed that the downregulation of FOXO1 was medi-
ated by miR-374a through the FOXO1-3’-UTR. 
Our study identified FOXO1 as a genuine target 
of miR-374a, suggesting a crucial functional 
role of FOXO1 in OS tumorigenesis. FOXO1 is a 
key effector regulates many biological process-
es, such as cell cycle regulation, cell differentia-
tion and tumorigenesis [19, 20]. FOXO 1 expres-
sion leads to G1/S arrest, resulting from 
downregulation of cyclin D1 and increased 
expression of cyclin dependent kinase inhibi-
tors p27 [12, 21]. In our study, expression of 
FOXO1 proteins was significantly downregulat-
ed in miR-374a-overexpressing SOSP-9607 
cells, while its inhibition of miR-374a increases 
FOXO1 expression. The downstream genes 
(cyclin D1, p27) regulated by FOXO1 are crucial 
in the regulation of cell proliferation, cycle, dif-
ferentiation, apoptosis and other cellular func-
tions [17, 22-24]. Our studies here showed that 
the molecular mechanism by which miR-374a 
promotes OS cancer cell proliferation by sup-
pressing FOXO1, upregulation of cyclin D1 and 
downregulation of p27 in cells overexpressing 
miR-374a. Furthermore, FOXO1-silenced in 
miR-374a-in-transfected SOSP-9607 cells have 
positive effect to promote cell proliferation, 
suggesting that direct FOXO1 downregulation is 
required for miR-374a-induced OS cell 
proliferation.

In conclusion, the current study revealed that 
miR-374a can increase the proliferation of 

prostate cancer cell lines by targeting expres-
sion of FOXO1, suggesting miR-374a plays an 
essential role in the regulation of OS cell prolif-
eration and may function as an onco-miRNA. 
These findings collectively implicate miR-374a 
might serve as a promising prognostic and ther-
apeutic target for future OS therapy.

Acknowledgements

This work was supported by Department of 
Pediatric Surgery, Affiliated Hospital of Jining 
Medical University. All authors designed the 
study together and performed the experiment 
together; all authors analyzed the data and 
wrote the paper; all authors approved the final 
manuscript.

Disclosure of conflict of interest

None.

Address correspondence to: Dr. Wenbo He, De- 
partment of Pediatric Surgery, Affiliated Hospital of 
Jining Medical University, No. 79 Guhuai Road, Jining 
272029, Shandong Province, People’s Republic  
of China. Tel: +86537-2903399; E-mail: wenbo-
he2014@163.com

References

[1]	 Ottaviani G and Jaffe N. The epidemiology of 
osteosarcoma. Cancer Treat Res 2009; 152: 
3-13.

Figure 5. FOXO1 upregulation is required for miR-374a-in-induced proliferation of OS cells. A. Western blot analysis 
verified that silencing FOXO1 effectively decreased the expression of FOXO1 in miR-374a-in-transfected SOSP-9607 
cells. B. miR-374a-in-transfected SOSP-9607 cells after transfection with FOXO1-siRNAs promoted cell colonies for-
mation. C. miR-374a-in-transfected SOSP-9607 cells after transfection with FOXO1-siRNAs promoted the anchorage-
independent growth. Representative quantification of colonies that were > 0.1 mm. Each bar represents the mean 
of three independent experiments. *P < 0.05.

mailto:wenbohe2014@163.com
mailto:wenbohe2014@163.com


miR-374a promotes cell proliferation of OS

3489	 Int J Clin Exp Med 2015;8(3):3482-3489

[2]	 Yao C, Wei JJ, Wang ZY, Ding HM, Li D, Yan SC, 
Yang YJ and Gu ZP. Perifosine induces cell 
apoptosis in human osteosarcoma cells: new 
implication for osteosarcoma therapy? Cell 
Biochem Biophys 2013; 65: 217-227.

[3]	 Lamoureux F, Trichet V, Chipoy C, Blanchard F, 
Gouin F and Redini F. Recent advances in the 
management of osteosarcoma and forthcom-
ing therapeutic strategies. Expert Rev Antican-
cer Ther 2007; 7: 169-181.

[4]	 Miao J, Wu S, Peng Z, Tania M and Zhang C. 
MicroRNAs in osteosarcoma: diagnostic and 
therapeutic aspects. Tumour Biol 2013; 34: 
2093-2098.

[5]	 Esquela-Kerscher A and Slack FJ. Oncomirs-
microRNAs with a role in cancer. Nat Rev Can-
cer 2006; 6: 259-269.

[6]	 Calin GA and Croce CM. MicroRNA signatures 
in human cancers. Nat Rev Cancer 2006; 6: 
857-866.

[7]	 Sun K and Lai EC. Adult-specific functions of 
animal microRNAs. Nat Rev Genet 2013; 14: 
535-548.

[8]	 Li JY, Zhang Y, Zhang WH, Jia S, Kang Y and 
Tian R. Effects of differential distribution of mi-
crovessel density, possibly regulated by miR-
374a, on breast cancer prognosis. Asian Pac J 
Cancer Prev 2013; 14: 1715-1720.

[9]	 Vosa U, Vooder T, Kolde R, Fischer K, Valk K, 
Tonisson N, Roosipuu R, Vilo J, Metspalu A and 
Annilo T. Identification of miR-374a as a prog-
nostic marker for survival in patients with ear-
ly-stage nonsmall cell lung cancer. Genes 
Chromosomes Cancer 2011; 50: 812-822.

[10]	 Wang YX, Zhang XY, Zhang BF, Yang CQ, Chen 
XM and Gao HJ. Initial study of microRNA ex-
pression profiles of colonic cancer without 
lymph node metastasis. J Dig Dis 2010; 11: 
50-54.

[11]	 Cai J, Guan H, Fang L, Yang Y, Zhu X, Yuan J, Wu 
J and Li M. MicroRNA-374a activates Wnt/be-
ta-catenin signaling to promote breast cancer 
metastasis. J Clin Invest 2013; 123: 566-579.

[12]	 Hou T, Ou J, Zhao X, Huang X, Huang Y and 
Zhang Y. MicroRNA-196a promotes cervical 
cancer proliferation through the regulation of 
FOXO1 and p27Kip1. Br J Cancer 2014; 110: 
1260-1268.

[13]	 van Kouwenhove M, Kedde M and Agami R. 
MicroRNA regulation by RNA-binding proteins 
and its implications for cancer. Nat Rev Cancer 
2011; 11: 644-656.

[14]	 Xu M, Jin H, Xu CX, Sun B, Mao Z, Bi WZ and 
Wang Y. miR-382 inhibits tumor growth and en-
hance chemosensitivity in osteosarcoma. On-
cotarget 2014; 5: 9472-9483.

[15]	 Xu JQ, Liu P, Si MJ and Ding XY. MicroRNA-126 
inhibits osteosarcoma cells proliferation by tar-
geting Sirt1. Tumour Biol 2013; 34: 3871-
3877.

[16]	 Li E, Zhang J, Yuan T and Ma B. MiR-145 inhib-
its osteosarcoma cells proliferation and inva-
sion by targeting ROCK1. Tumour Biol 2014; 
35: 7645-7650.

[17]	 Yang XW, Shen GZ, Cao LQ, Jiang XF, Peng HP, 
Shen G, Chen D and Xue P. MicroRNA-1269 
promotes proliferation in human hepatocellu-
lar carcinoma via downregulation of FOXO1. 
BMC Cancer 2014; 14: 909.

[18]	 Lei BX, Liu ZH, Li ZJ, Li C and Deng YF. miR-21 
induces cell proliferation and suppresses the 
chemosensitivity in glioblastoma cells via 
downregulation of FOXO1. Int J Clin Exp Med 
2014; 7: 2060-2066.

[19]	 Yu JJ, Wu YX, Zhao FJ and Xia SJ. miR-96 pro-
motes cell proliferation and clonogenicity by 
down-regulating of FOXO1 in prostate cancer 
cells. Med Oncol 2014; 31: 910.

[20]	 Gartel AL. Found in transcription: FOXO1 up-
regulates miRNAs on chromosome X. Cell Cy-
cle 2013; 12: 2523.

[21]	 Cappellini A, Tabellini G, Zweyer M, Bortul R, 
Tazzari PL, Billi AM, Fala F, Cocco L and Mar-
telli AM. The phosphoinositide 3-kinase/Akt 
pathway regulates cell cycle progression of 
HL60 human leukemia cells through cytoplas-
mic relocalization of the cyclin-dependent ki-
nase inhibitor p27(Kip1) and control of cyclin 
D1 expression. Leukemia 2003; 17: 2157-
2167.

[22]	 Li ZC, Zhang LM, Wang HB, Ma JX and Sun JZ. 
Curcumin inhibits lung cancer progression and 
metastasis through induction of FOXO1. Tu-
mour Biol 2014; 35: 111-116.

[23]	 Li F, Liu B, Gao Y, Liu Y, Xu Y, Tong W and Zhang 
A. Upregulation of microRNA-107 induces pro-
liferation in human gastric cancer cells by tar-
geting the transcription factor FOXO1. FEBS 
Lett 2014; 588: 538-544.

[24]	 Wang X, Lin C, Zhao X, Liu A, Zhu J, Li X and 
Song L. Acylglycerol kinase promotes cell prolif-
eration and tumorigenicity in breast cancer via 
suppression of the FOXO1 transcription factor. 
Mol Cancer 2014; 13: 106.


