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in adult mouse testis
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Abstract SoxLZ/Sox6, a member of the Sox protein family,
contains a leucine zipper motif in addition to an HMG box,
which is its DNA binding domain. Here we have identified a novel
SoxLZ/Sox6 binding protein, termed Solt, which we obtained
independently using both a far-Western blot and a yeast two-
hybrid screen. Like SoxLZISox6 mRNA, Solt mRNA was
exclusively expressed in the testis in mouse. Solt contains an
unusual leucine zipper, which bound to the leucine zipper region
of SoxLLZ/Sox6 in vitro. In transient transfection assays in CHO
cells with SoxLZ/Sox6 containing the transactivational region of
herpes simplex virus VP16, expression of a reporter gene that
carries a cis binding region for Sox proteins was significantly
enhanced by the co-expression of Solt and Ca?*/calmodulin-
dependent protein kinase IV. © 2000 Federation of European
Biochemical Societies. Published by Elsevier Science B.V. All
rights reserved.
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1. Introduction

The Sox (Sry-type HMG box) protein family, which be-
longs to the HMG box superfamily of DNA binding proteins,
is characterized by a high-mobility-group (HMG) domain
with strong amino acid similarity (> 50%) to that of SRY
(sex-determining region of Y) protein, the human testis-deter-
mining factor [1-5]. It is generally accepted that Sox proteins
participate in transcriptional regulation, because the HMG
domains can bind to specific DNA sequences and bend linear
DNA [6]. Sox proteins have been found throughout the
animal kingdom and are involved in the regulation of devel-
opmental processes such as sex determination, sex differentia-
tion, neurogenesis, chondrogenesis, and thymocyte differentia-
tion [1,7-10]. Some Sox proteins, including Sry, Sox5, SoxLZ/
Sox6, Sox9, and Sox17, are expressed in the testis [2,7,11-17].
Sry and Sox9 expression is restricted to the somatic cells of
the gonad. Sry is responsible for testis formation [7], and Sox9
is associated with sex reversals and is involved in Sertoli cell
differentiation [13-16]. In contrast, Sox5, SoxLZ/Sox6, and
Sox 17 are expressed in male germ cells and involved in the
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later stages of spermatogenesis [11,12,17]. We previously iden-
tified and analyzed SoxLZ/Sox6, which contains a leucine
zipper in addition to an HMG box [12]. SoxLZ/Sox6 forms
homodimers through its leucine zipper, which inhibits its abil-
ity to bind DNA through its HMG box. However, a mutant
of SoxLZ/Sox6 that lacks the leucine zipper constitutively
binds DNA through its HMG box [12]. We have also reported
very similar results with rtSox23, which also contains a leucine
zipper [18]. It is believed that the Sox proteins containing the
leucine zipper motif may function as transcription factors by
heterodimerizing with other proteins. We showed that the
leucine zipper region of rtSox23 associates with nucleoporin
p62 [18]. It has also been reported that the leucine zipper
regions of L-Sox5 (the long variant of Sox5) and SoxLZ/
Sox6 are essential for binding to each other [10]. As L-Sox5
is not expressed in the testis, the partner for SoxLZ/Sox6 in
the testis has not been identified yet. Nonetheless, it is likely
that SoxLZ/Sox6 could transactivate transcription by hetero-
dimerizing with other proteins through its leucine zipper.

Here we report the cloning of a novel cDNA, termed Solt,
from a mouse testis cDNA library. Its gene product, Solt,
interacts with the leucine zipper region of SoxLZ/Sox6. Re-
verse transcriptase-polymerase chain reaction (RT-PCR) anal-
ysis showed that the expression of So/t mRNA is restricted to
the testis. In transient transfection assays with SoxLZ/Sox6
containing the transactivation domain of herpes simplex virus
VP16, the expression of a luciferase reporter gene under the
control of a promoter containing a synthetic cis element that
is bound by the HMG box of SoxLZ/Sox6 was poorly en-
hanced in the presence of Solt. However, co-expression of
both Solt and a constitutively active form of Ca”*/calmodu-
lin-dependent protein kinase IV (CaMKIV), which is ex-
pressed in male germ cells [19], significantly enhanced the
reporter gene expression.

2. Materials and methods

2.1. Plasmid construction

DNA fragments for plasmid constructs were generated by PCR
amplification using the Expand high fidelity PCR system (Roche Di-
agnostics). The resulting plasmids were confirmed by sequence analy-
sis. Using PCR, the coding sequence corresponding to the leucine
zipper-containing region from amino acids 102 to 264 in mouse
SoxLZ/Sox6 [12] was fused at the C-terminus with the phosphoryla-
tion site, RRASYV, for the catalytic domain of the heart muscle kinase
(HMK), and cloned in-frame into pET15b (Novagen) to express a
hexahistidine (His)-tagged fusion protein in Escherichia coli.

To construct the plasmid pAS2-LZ as a bait for the yeast two-
hybrid screen, the amplified PCR fragment encoding amino acids
102-264 of mouse SoxLZ/Sox6 was subcloned in-frame into the
GAL4-DNA binding domain vector pAS2 (Clontech).

The plasmid pGEX-LZ was constructed by cloning the sequence
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encoding the leucine zipper of mouse SoxLZ/Sox6 (amino acids 102—
264) into pGEX-3X (Pharmacia) to produce a fusion protein consist-
ing of glutathione S-transferase (GST) and the leucine zipper region
of SoxLZ/Sox6 in E. coli.

The FLAG epitope-tagged plasmid pPCMV/FLAG was made by the
N-terminal addition of an oligonucleotide encoding the FLAG se-
quence MDYKDDDDK in pR¢/CMV (Invitrogen). To produce pro-
teins by an in vitro transcription/translation system with T7 RNA
polymerase (Promega) and express them in mammalian cells, the cod-
ing sequences of SoxLZ/Sox6, Solt, and a constitutively active form of
mouse CaMKIV that contained the N-terminal 313 amino acid resi-
dues [20] were cloned in-frame into pPCMV/FLAG:; the resulting con-
structs were named pCMV/FLAG-SoxLZ/Sox6, pPCMV/FLAG-Solt,
and pCMV/FLAG-CaMKIV(N), respectively. A series of constructs
for deletion mutants of Solt, Solt (D 87-173), Solt (D 87-108), and
Solt (D 145-173), lacking amino acids 87-173, 87-108, and 145-173,
respectively, were made and inserted into pPCMV/FLAG by assem-
bling the PCR fragments.

The mammalian expression plasmids, pCMV/SoxLZ/Sox6-VP16,
which encodes SoxLZ/Sox6 with the transactivation domain of herpes
simplex virus VP16, and pCMV/SoxLZ/Sox6ALZ-VP16, which lacks
the leucine zipper region of SoxLZ/Sox6-VP16 (amino acids 105-356),
were described previously [12]. The luciferase reporter plasmid
4 X SRY-luc was constructed by inserting the Bg/II-HindIll fragment
containing four copies of an AACAAT sequence (SRY-type HMG
domain binding cis element) and the TATA box from the adenovirus
major late promoter [12] into the Bg/lI-HindIII sites of the pGL3-
basic vector (Promega), encoding firefly luciferase.

2.2. Preparation of RNA and construction of ¢cDNA library

Poly(A)* RNAs from various tissues of 4-week-old C57BL/6 mice
were prepared as described previously [12]. cDNA was synthesized
using poly(A)"™ RNA from testis by directional random priming, ac-
cording to the directional cDNA library manual (Novagen), and in-
serted into ASCREEN-1 (Novagen). This directional cDNA expres-
sion library was used for a far-Western screen. To obtain full-length
cDNA clones, a mouse testis cDNA library in a pMOSS/ox phage
vector (Amersham) was constructed from testis poly(A)™ RNA using
oligo(dT) priming.

2.3. Far-Western blot screen

The His-tagged leucine zipper fusion protein with the HMK phos-
phorylation site was expressed in E. coli BL21 (DE3) pLysS, purified
with nickel-resin (Invitrogen), and phosphorylated in vitro with
[y-**P]ATP, using the catalytic subunit of HMK (Sigma), as described
previously [18]. The directional mouse testis cDNA expression library
in ASCREEN-1 was plated and treated with isopropyl-p-p-thiogalac-
topyranoside, according to the instructions in the directional cDNA
library manual (Novagen). Filters were preblocked for 1 h at 4°C in a
blocking buffer (20 mM HEPES [pH 7.9], 75 mM KCl, 2.5 mM
MgCl,, | mM EDTA, 1 mM dithiothreitol, 0.1% Triton X-100) con-
taining 5% non-fat milk, then incubated for 18 h at 4°C in a blocking
buffer containing 1% non-fat milk and the 3>P-labeled fusion protein
at 1-5X10° cpm/ml. The filters were washed five times with TBST
buffer (10 mM Tris—HCI [pH 8.0], 150 mM NaCl, 0.1% Tween 20)
and exposed to X-ray film. To convert positive phages to plasmids,
E. coli BM25.8 cells expressing a Pl cre recombinase were infected
with positive phages and plated on LB plates supplemented with am-
picillin.

2.4. Yeast two-hybrid screen

A yeast two-hybrid screen was carried out using the Matchmaker
two-hybrid system (Clontech). Yeast strain CG1945 was cotrans-
formed with pAS2-LZ and a mouse testis cDNA library in the
GALA4 transcriptional activation domain vector pGADI10 (Clontech).
Transformants were selected on plates with 10 mM 3-aminotriazole
that lacked of tryptophan, leucine, and histidine. All of the trans-
formants were tested for B-galactosidase activity using a filter-lift as-
say.

2.5. Screening the mouse ¢cDNA library

The partial Solt cDNA was labeled by random priming with [o-
2P]dCTP (Amersham) and used to screen the testis cDNA library in
the pMOSS/lox phage vector. Hybridization was performed as de-
scribed previously [12]. The sequence of the full-length Solt cDNA
was determined on both strands.
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2.6. RT-PCR and Southern blot analysis

cDNA synthesis was performed using 1 pg of poly(A)" RNA and
random hexamer primers of the Superscript choice system (Life Tech-
nologies). Two percent of the resulting cDNA was used for PCR
reactions, which were performed for 15 cycles with 30 s at 95°C,
1 min at 57°C, and 1 min at 72°C. The specific primers for Solt
were as follows: forward, 5'-TAGGAGCATGCTACCGTGTT-3’;
reverse, 5'-CCGTACTGTGTGAAAACAGG-3'. To monitor RNA
input and the efficiency of reverse transcription, all PCR reactions
were conducted in the presence of specific primers for mouse B-actin:
forward, 5'-GAGCAAGAGAGGTATCCTGA-3"; reverse, 5-GT-
ACCACCAGACAACACTGT-3". RT-PCR products were fractionat-
ed on duplicate 2.5% agarose gels. One gel was stained with ethidium
bromide. The other was subjected to Southern blot analysis with a
radiolabeled probe for Solt [12].

2.7. In vitro protein—protein interaction assay

GST and GST-LZ fusion protein were expressed in E. coli and
affinity purified using glutathione beads (Amersham Pharmacia
Biotech). In vitro transcription/translation was performed using the
TNT T7-coupled reticulocyte system (Promega) in the presence of
[?3S]methionine. GST alone or GST-LZ immobilized on beads was
mixed with in vitro translated 33S-labeled Solt and its deletion mutant
proteins for 2 h at 4°C in 100 pl of the binding buffer (20 mM Tris—
HCI [pH 7.9], 2.5 mM MgCl,, | mM EDTA, 100 mM NacCl, 1 mM
DTT, 0.1% NP-40, 10% glycerol). The beads were washed five times
with the binding buffer and were boiled in SDS sample buffer. The
final products were fractionated on SDS-polyacrylamide gels and de-
tected by autoradiography.

2.8. Immunofluorescence

CHO cells were transiently transfected with pCMV/FLAG-SoxLZ/
Sox6 or pCMV/FLAG-Solt using the LT-1 reagent (Mirus). After
36 h, cells were fixed with 4% paraformaldehyde in phosphate-buftf-
ered saline (PBS) for 30 min, permeabilized with 0.15% Triton X-100
in PBS for 30 min, and blocked with 5% non-fat milk in PBS for 2 h.
They were then treated with the monoclonal antibody M5 against the
FLAG epitope (Kodak) at a dilution of 1:100 with PBS for 1 h. After
washing the cells four times with PBS, fluorescein isothiocyanate
(FITC)-conjugated anti-mouse IgG (Sigma) was added at a dilution
of 1:200. Nuclei of cells were stained with Hoechst 33258 (Molecular
Probes, Inc.) at a final concentration of 3 ug/ml.

2.9. Luciferase reporter assay

The 4 X SRY-luc reporter and the mammalian expression vectors
(see Fig. 4) were transiently transfected into CHO cells using the
LT-1 transfection reagent. After 48 h, the cells were harvested and
their luciferase activities were measured using the dual-luciferase re-
porter assay system (Promega). All transfections were standardized by
cotransfecting with pRL-TK (Promega) expressing Renilla luciferase
as an internal control.

3. Results and discussion

3.1. Isolation of a novel protein, Solt, that interacts with the
leucine zipper region of SoxLZ/Sox6

To clarify the function of the SoxLZ/Sox6 leucine zipper
motif during spermatogenesis, we tried to identify binding
proteins with a leucine zipper region from a mouse testis
cDNA expression library. Two kinds of screening methods,
the far-Western blot and the yeast two-hybrid screen, were
performed independently, because proteins that could be se-
lected under both in vitro and in vivo (within yeast cells)
conditions were expected to bind SoxLZ/Sox6 directly in cells.
An expression cDNA library made from mouse testis was
screened using a recombinant protein containing the leucine
zipper region of SoxLZ/Sox6 as a probe (see Section 2). After
the third screening, 27 positive clones were selected from a
total of 2X 10° plaques. Based on their sequences, we classi-
fied the clones into three separate groups. For the yeast two-
hybrid screen, we used a mouse testis cDNA library (Clon-
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CCTGCTCTATGTTTGACGATTAGCATATAGTCTATGAGCCTTTGCTATTTCTGGATCTTT 60
ATATTTCTGTATAGGTCTAGAATTTCCTCATCAAGTGCGACAGAGTTTTTGTCGCCTTTA 120
AGATGTTAATTAAGATAAAAGAGGACAATTTGGGGGGAGTTGACATCTTCGCGTTATTGA 180
CACCTTTAACCTAGGAGCATGCTACCGTGTTCTGTCTATTCCAACAACAAAGCTGCATCC 240

ML PCS VY S NNIKAA S 14

TGTACCACTTCTCCGTTGGTAATTTACAGTAGTTGCAGTAAGGTGAAGAAAACTATAAAG 300
¢c T™T S PL VI Y S S CS KV KI KTTIK 34

GATATGTCAGAGAATAAACAAGAAGTACATCCAGATACTATTACAGATGTGGAAGCTGTT 360
DMS ENZI KU QEVHUPUDTTITTUDUVEA AUV 54

ATAGATACAGAGGAAGAACTTATTAAAGAATGTGAAGAAATGTGGAAAGACATGGAAGAT 420
I DTEEETLTIZ KETCEEMWIZ KTUDMETD 74

TGTCAGAATAAATTATCACTTATTGGAACTGAGACACTCACGAATGCAGATGCTCAGCTC 480

coNkKLsLIGTET[L]TrNADRA AGOQ[L] 94

TCATTACTTATTATGCAAATGAAATGTTTGACTGCTGAACTTGGTCAATGGAAGAAAAGA 540

sti1uo[mkcierace[f]lecowkkRrR 114

AAACCCGAAATAATTCCCCTAAATGAAGACGTTTTGTTAACATTAGGAAAAGAAGAGTTC 600
K P EI I PLNEDVILTLTULGTZ KEEF 134

CAAAAATTGAGATGTGATCTTGAAATGGTACTATCTACCATTCARTCAAAGAATGARRAG 660
ek LrRcpDLEMUV[LsTI10s k[N]E K 154

TTAAAAGAAGACTTAGAAAGGGAGCAACAGTGGTTGGATGAACAGCAGCAAATACTGGAC 720

L xk ED[L]JE R E 0 o w[L]p E 0 ¢ 0 1[L]D 174

ACTCTTAACGTATTAAACAGTGATGTGGAAAATCAGGTGGTAACATTAACTGAGTCAAGA 780
T LNVLNSDVENO QVVTTLTE SR 194

ATCTTTAATGAACTGACAACTAAGATCCGTGGGATAAAGGAATTCAAGGAGAAGCTCTTG 840
I FNELTTIU KTIURSGTIZ KTETFIZKTET KTLTL 214

CTTACCTTGGGTGCTTTTTTAGACAATCATTTTCCTCTGCCTGAAGCAAGTACTCCAAAG 900
L TL GAFULDNHT FZPTLUPEASTPK 234

AAAAGGAAAAACATTCAAGACTCGAATGCACAGCTGATAACACTGAATGAAATATTAGAG 960
K RKNTIOQDSNAQTLTITULNETITLE 254

ATGCTTATAAATAGAATGTTTGATGTTCCACATGATCCATATGTTAAAATTCGTGATTCC 1020
ML I NRMVFDV P HUDUPYVKTITR RTDS 274

TTTTGGCCACCATATATTGAGCTACTTCTGCGTTACGGAATTGCTTTGAGACATCCAGAA 1080
FWPUPYTIETLILTLU RYGTIATLTRUHPE 294

GATCCATCCCAAATAAGGTTAGAAGCTTTCCATCAGTAAAATGATGACCTGTTTTCACAC 1140
DPS QI RULEATFHQQ * 306
AGTACGGAATCTTTACACCCATGGATAAAGAAAACACAATTTTACTGTTTAAATAAAGAA 1200
TATTGTTTGCAAATCAAAAAAAAAAAAAAAAAA 1233

Fig. 1. Nucleotide and amino acid sequences of Solt. The amino
acids in two putative unusual leucine zippers that contain four and
five heptad repeats, respectively, are denoted by boxes.

tech) to identify proteins that interact with the leucine zipper
region of SoxLZ/Sox6. Nine positive clones were isolated by
screening about 2 X 10° yeast transformants. Five of the clones
contained overlapping cDNA segments and shared the se-
quence of one of the three groups obtained from the far-West-
ern blot screen. The sequences of the remaining clones had no
significant homology with those obtained from the far-West-
ern blot screen. Therefore, we analyzed the common clone
obtained by the two methods further. Using this clone as a
probe, a full-length cDNA clone was isolated from a mouse
testis cDNA library. This cDNA (DDBJ/EMBL/GenBank ac-
cession number AB043687) is 1233 nucleotides long and con-
tains an open reading frame encoding a polypeptide of 306
amino acid residues (Fig. 1). We named this polypeptide Solt
(SoxLZ/Sox6 leucine zipper binding protein in testis). The Solt
sequence did not share strong homology with any database
entry.

The deduced amino acid sequence of Solt contained two
putative unusual leucine zippers (amino acids 87-108 and
145-173) (Fig. 1). The sequences encoding these leucine zip-
pers were shared by all of the Solt-derived cDNA clones ob-
tained by the two screening methods. To determine whether
they were both required for binding to the leucine zipper
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region of SoxLZ/Sox6, a series of Solt deletion mutants trans-
lated in vitro was tested for binding with GST alone or a
fusion protein consisting of GST and the leucine zipper region
of SoxLLZ/Sox6 (GST-LZ) (Fig. 2). The GST pull-down assay
showed that the deletion mutant lacking the N-terminal leu-
cine zipper bound to the leucine zipper region of SoxLZ/Sox6,
while the deletion of the C-terminal leucine zipper of Solt
completely eliminated the binding ability of the SoxLZ/
Sox6. These results indicate that the unusual leucine zipper
at the C-terminus of Solt is essential for the interaction with
SoxLZ/Sox6.

3.2. The testis-specific expression of the Solt mRNA

The expression pattern of the Solt gene was examined by
Northern blot analysis of poly(A)* RNA prepared from sev-
eral tissues from adult mouse. A single band of approximately
1.3 kb was detected at a very low level only in testis (data not
shown). We next carried out an RT-PCR analysis using a pair
of primers designed to amplify a 960-bp fragment of the Solt
sequence, using mRNAs from several tissues. Southern blot
analysis of the PCR products with the So/t cDNA as a probe
revealed signals of the expected size only in the testis sample
(Fig. 3A). This adult expression pattern for So/t mRNA is the
same as that for SoxLZ/Sox6 mRNA.

3.3. The subcellular localization of overexpressed SoxLZ/Sox6
or Solt in mammalian cells
To examine the subcellular localization of SoxLZ/Sox6 and
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Fig. 2. Binding of Solt to the leucine zipper region of SoxLZ/Sox6
in vitro. A: Mapping of the SoxLZ/Sox6 binding region on Solt. In
vitro translated 3°S-labeled Solt and its mutant proteins were incu-
bated with 1 pg of either GST or GST-LZ, immobilized on gluta-
thione beads. The protein complexes were washed extensively, and
the bound proteins were analyzed by SDS-PAGE and autoradiogra-
phy (left column). Ten percent of the 3*S-labeled proteins used in
the binding reactions were loaded (right column). B: Schematic
drawing of various Solt deletion mutants. The two putative unusual
leucine zippers within Solt are indicated by shadowed boxes.
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Solt, we performed an immunocytochemical study using tran-
siently expressed N-terminally FLAG epitope-tagged SoxLZ/
Sox6 or Solt in CHO cells. Each protein was detected using
the anti-FLAG antibody and an FITC-labeled secondary anti-
body. In both cases, the immunofluorescence signal of SoxL.Z/
Sox6 or Solt was detected in nuclei, which were also visualized
by Hoechst 33258 (Fig. 3B), suggesting that Solt and SoxLZ/
Sox6 might be localized in nuclei in vivo.

3.4. Restoration of the transcriptional activity of SoxLZI/Sox6
by Solt and Ca’™ Icalmodulin-dependent protein kinase IV
Our previous study showed that the leucine zipper-mediated
homodimerization of SoxLZ/Sox6 represses its ability to
transactivate transcription, because the homodimerization
prevents DNA binding by the HMG box [12]. To determine
the role of Solt on transcriptional regulation of SoxLZ/Sox6,

A

>0 >
E - = O C 5 ]
£25833283%
(kb)
1.49 -
0.93 — - <« Solt
0.42 -
T ecin
B
SoxLZ/Sox6 Solt
anti-FLAG
Hoechst
33258

Fig. 3. A: Testis-specific expression of So/t mRNA. RT-PCR was
carried out as described in Section 2. As an internal control, a pair
of primers for mouse B-actin was added to the same PCR reactions.
Positions of size markers in bp are shown on the left. B: Nuclear
localization of Sox6 and Solt expressed in CHO cells. The cells were
transiently transfected with expression vectors encoding FLAG-
tagged SoxLZ/Sox6 (A and C) or FLAG-tagged Solt (B and D).
Immunofiuorescence was carried out with the anti-FLAG antibody
and an FITC-labeled secondary antibody (A and B). Nuclei in the
cells were visualized with Hoechst 33258 in the same samples (C
and D).
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Fig. 4. Effect of Solt and CaMKIV on the reporter gene expression
driven by SoxLZ/Sox6. CHO cells were transiently cotransfected
with 200 ng of the 4 X SRY-luc reporter carrying four copies of the
AACAAT sequence, 2.5 ng of the Renilla luciferase control vector,
and effector plasmids (10 ng of SoxLZ/Sox6-VP16, 10 ng of SoxLZ/
Sox6ALZ-VP16, 200 ng of Solt, and/or 100 ng of a constitutively
active form of CaMKIV) in the indicated combinations. Total
DNA was kept at 1.5 pg per transfection with empty pRc/CMV
vector. 4 X SRY-driven luciferase activity was normalized with Renil-
la luciferase activity. Each error bar represents the standard devia-
tion of three independent experiments.

we made use of a luciferase-expressing reporter construct with
a synthetic promoter bearing four copies of the AACAAT
motif, a cis element that is bound by the SRY-type HMG
box, upstream of the TATA box [12]. We examined the influ-
ence of Solt in cotransfection experiments where the expres-
sion vector pCMV/SoxLZ/Sox6-VP16, encoding SoxLZ/Sox6
fused to the transactivational region of herpes simplex virus
VP16 at the C-terminus, or pCMV/SoxLZ/Sox6ALZ-VP16,
which lacks the sequence encoding the leucine zipper region
[12], were transiently expressed in CHO cells with the reporter
gene in the presence or absence of the Solt expression vector.
We found that the luciferase activity was enhanced by the
deletion of the leucine zipper of SoxLZ/Sox6, but inhibited
by full-length SoxLZ/Sox6 (Fig. 4, lanes 2 and 6), which
agreed with the results of the CAT reporter assay that we
reported previously [12]. We were surprised to find that Solt
had only a tiny effect in releasing the transcriptional inhibition
seen with full-length SoxLZ/Sox6 (Fig. 4, lane 3). However,
the transactivation of several leucine zipper-containing tran-
scription factors is known to be regulated by phosphorylation.
For example, the phosphorylation of a serine residue within
the leucine zipper of CCAAT/enhancer binding protein 3
(C/EBPB) by Ca’*/calmodulin-dependent protein kinase II
(CaMKII) is necessary for its transactivation [21]. Another
CaM kinase member, CaMKIV, also enhances C/EBPfB-de-
pendent reporter gene expression [22]. The CaMKIV tran-
script is expressed within germ cells of the testis and its ex-
pression levels are known to increase substantially during the
progress of meiosis [19], which is similar to the expression
pattern of SoxLZ/Sox6 mRNA. Furthermore, nine putative
phosphorylation sites for CaMK, Arg-X-X-Ser/Thr, were
found in the amino acid sequence of SoxLZ/Sox6, while the
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Solt protein has no phosphorylation consensus sequence.
Moreover, it has been reported that transiently expressed
CaMKIV localizes to nuclei [23], suggesting that CaMKIV
is expressed in the right place at the right time to interact
with SoxLZ/Sox6. Therefore, we hypothesized that phosphor-
ylation of SoxLZ/Sox6 by CaMKIV is involved in the func-
tion of SoxLZ/Sox6 as a transcription factor. To test this
possibility, we constructed an expression vector encoding
CaMKIV with constitutive kinase activity. Co-expression of
CaMKIV and SoxLZ/Sox6-VP16 alone had little influence on
the reporter expression (Fig. 4, lane 4). However, when both
Solt and CaMKIV were co-expressed with it, SoxLZ/Sox6-
VP16 was able to transactivate the reporter expression (Fig.
4, lane 5) at levels similar to SoxLZ/Sox6ALZ-VP16 (Fig. 4,
lane 6).

These results suggest that CaMKIV might increase the
DNA binding activity of the HMG box of SoxLZ/Sox6 by
facilitating its interaction with Solt, although it is still un-
known how SoxLZ/Sox6 could have activity of transactiva-
tion or participate in any transcriptional activating complex.
It is possible that phosphorylation of SoxLZ/Sox6 by CaM-
KIV leads to a conformational change in the heterodimer
complex of Solt and SoxLZ/Sox6 that permits SoxLZ/Sox6
to bind DNA. Further study is required to determine the roles
of these proteins during spermatogenesis.

Acknowledgements: This work was supported in part by a Kitasato
University Research Grant for Young Researchers (M.1.).

References

[1] Sinclair, A.H., Berta, P., Palmer, M.S., Hawkins, J.R., Griffiths,
B.L., Smith, M.J., Foster, J.W., Frischauf, A.M., Lovell-Badge,
R. and Goodfellow, P.N. (1990) Nature 346, 240-244.

[2] Gubbay, J., Collignon, J., Koopman, P., Capel, B., Economou,
A., Munsterberg, A., Vivian, N., Goodfellow, P. and Lovell-
Badge, R. (1990) Nature 346, 245-250.

[3] Prior, H.M. and Walter, M.A. (1996) Mol. Med. 2, 405-412.

[4] Pevny, L.H. and Lovell-Badge, R. (1997) Curr. Opin. Genet.
Dev. 7, 338-344.

151

[5] Wegner, M. (1999) Nucleic Acids Res. 27, 1409-1420.

[6] Grosschedl, R., Giese, K. and Pagel, J. (1994) Trends Genet. 10,
94-100.

[7] Koopman, P., Gubbay, J., Vivian, N., Goodfellow, P. and
Lovell-Badge, R. (1990) Nature 351, 117-121.

[8] van de Wetering, M., Oosterwegel, M., van Norren, K. and
Clevers, H. (1993) EMBO J. 12, 3847-3854.

[9] Southard-Smith, E.M., Kos, L. and Pavan, W.J. (1998) Nature
Genet. 18, 60-64.

[10] Lefebvre, V., Li, P. and de Crombrugghe, B. (1998) EMBO J. 17,
5718-5733.

[11] Denny, P., Swift, S., Connor, F. and Ashworth, A. (1992) EMBO
J. 11, 3705-3712.

[12] Takamatsu, N., Kanda, H., Tsuchiya, I., Yamada, S., Ito, M.,
Kabeno, S., Shiba, T. and Yamashita, S. (1995) Mol. Cell. Biol.
15, 3759-3766.

[13] Foster, J.W., Dominguez-Steglich, M.A., Guioli, S., Kwok, C.,
Weller, P.A., Stevanovic, M., Weissenbach, J., Mansour, S.,
Young, I.D., Goodfellow, P.N., Brook, J.D. and Schafer, A.J.
(1994) Nature 372, 525-530.

[14] Wagner, T., Wirth, J., Meyer, J., Zabel, B., Held, M., Zimmer,
J., Pasantes, J., Bricarelli, F.D., Keutel, J., Hustert, E., Wolf, U.,
Tommerup, N., Schempp, W. and Scherer, G. (1994) Cell 79,
1111-1120.

[15] Morais da Silva, S., Hacker, A., Harley, V., Goodfellow, P.,
Swain, A. and Lovell-Badge, R. (1996) Nature Genet. 14, 62—
68.

[16] Kent, J., Wheatley, S.C., Andrews, J.E., Sinclair, A.H. and
Koopman, P. (1996) Development 122, 2813-2822.

[17] Kanai, Y., Kanai-Azuma, M., Noce, T., Saido, T.C., Shiroishi,
T., Hayashi, Y. and Yazaki, K. (1996) J. Cell Biol. 133, 667—
681.

[18] Yamashita, A., Suzuki, S., Fujitani, K., Kojima, M., Kanda, H.,
Ito, M., Takamatsu, N., Yamashita, S. and Shiba, T. (1998)
Gene 209, 193-200.

[19] Means, A.R., Cruzalegui, F., LeMagueresse, B., Needleman,
D.S., Slaughter, G.R. and Ono, T. (1991) Mol. Cell. Biol. 11,
3960-3971.

[20] Sun, P., Enslen, H., Myung, P.S. and Maurer, R.A. (1994) Genes
Dev. 8, 2527-2539.

[21] Wegner, M., Cao, Z. and Rosenfeld, M.G. (1992) Science 256,
370-373.

[22] Yukawa, K., Tanaka, T., Tsuji, S. and Akira, S. (1998) J. Biol.
Chem. 273, 31345-31351.

[23] Matthews, R.P., Guthrie, C.R., Wailes, L.M., Zhao, X., Means,
A.R. and McKnight, G.S. (1994) Mol. Cell. Biol. 14, 6107-
6116.



