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Relationships between Coeffi cient of Parentage Estimated from Pedigree Record and Genetic Distance Estimated from 

DNA Polymorphism in Wheat and Barley Cultivars Shun-ichi KOBAYASHI
1, 2) and Tomohiko YOSHIDA

3) (
1) Tochigi Agr. Exp. Stn.,

Utsunomiya320-0002,Japan; 2)Tokyo Univ. of Agr. and Tech.; 3)Utsunomiya Univ.)

Abstract In breeding, understanding of the genetic background is effective for effi cient improvement. The coeffi cients of 

parental correlation between the main cultivars of wheat and between those of barley in the Kanto Region were calculated 

based on their pedigree record. The number of same DNA markers in random amplifi ed polymorphic DNA (RAPD) analysis 

and Nei's genetic distance between these cultivars were also calculated. The coeffi cient of correlation between the parental 

correlation and the number of the same DNA markers was 0.581 0.904 in wheat and 0.731 0.805 in barley. The coeffi cient 

of correlation between the parental correlation and  Nei's genetic distance was 0.511 0.892 in wheat and 0.659

0.770 in barley. These results show that the genetic codes detected by the molecular markers were neary equally distributed 

to the offspring in the breeding process in wheat and barley. The results also showed that although the DNA markers in 

RAPD analysis are useful, the rapid estimate of kinship by the parental correlation is still effective. The number of the same 

DNA markers in RAPD analysis was highly correlated with Nei's genetic distance.

Key words Barley, Coeffi cient of parentage, DNA marker, Genetic distance, Kanto region, RAPD analysis, Wheat.
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