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PRt — 1 HHEE Y

(VAR LB SRR Y T2, P B TR R A

WFFERE ¥ FHE R ELAAHT)

BT HARREXROSE N LR OERE, RORELEORBER LM E LT, PiIREERSEE LI, SRR
FHOWEA 75, OWEATE 14 5 (BEEIEK) %, &5F 20 ffEIC DT o RAPD HEIC & 2 R BT 2 i L 72,
IS DMERING 7TED S v LTI 4 = —%2 VT DNA 2R L 724, 1.5% 70— 5 )L CELKIKEZ T
VW, TFVTLTECA RARTROZICENZ 9FEHED DNA v —h —D% M2 HIKT 2 2 L THHETH - 72,
F—J— K K, DNA =—75—, WiAKE, &E#RS, RAPD 9#T

WEARENC B 2 K04 # 1R, 2003 45 CIEN TR
65300 ha, UUFERIIEPIEED 92 TdH - 7223316700t TdH
D AREVEZEFEHAED 1/3 215 b 2R L > T B (1
ARIEEBES 2004). WEOERIERERTHLa T EHY
23 8, S TR 2 FULMCRIERDE T D H 06 hs
7%, OLDIEN - HBIODOEBRZINZENN4% T2 > T
W3 AR EZERERS T 1987 £ & KRG fE O Bl
ZBAIA L, 1995 41 13RI M & OfEEMRRIE TR
BROME, BhT27-2FH L7 (K&5 1996). %7z,
2004 fE 2 HICRAETRABWARGAR 7 5%, 10 A i3EE
Tk ORI 14 5 7% SRR L 72

—HT, ENEEOREMITNT 2B LPEBEER O
FE DTk b EBWYE OB K O EERRO#E (I
THEEPWEEND (WIEJAS ) & L biT, EMKE
KELHIE U 7o SVE FRFEHE I/ - - RR 2 BB 2%
BERTAEERIEIRE - s, 2ol kickb, K
DB 5 KR D DNA SEESR  HE XN TS,
S5z, MAREOREFHEHHIE 2002 FETIE63% & KD
FFEERE LTIHMEL, CombbflEEErokdonT
BO,FELTRETERE100% % HiZcEF Tz #F
ARBRERES 2004). LA L, s @O RE 7 #
FrR DA 3R 2 R FEREAREIC B W CEEDEM S oY
DR - BUh EZ ok r mE 5. ek, kBlx
IO RER EBRHESE T > T E 208, ZOHETIRA
REMPRIGTEEDITERE2RE AL, @D HE L
RBGEDH D, T DEEEEZIT W DNA Y — 5 —
ORI FFEERANIC & > THRO THEITH 5.

A 2 O MR D 72 b D DNA <= — 5 — DB 13 KB
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ST E AW CENEMN G 610 SBEE2#II L. 2o
#%, #RA (2000) 1Z Simple Sequence Repeats (SSR) 43 #T
DIHTBRETEORINCHMTH 5 L LT w»a, S (2000)
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Polymorphism (AFLP) Z3#7i 5\ C HAEY 5 ff o0 % Al
HBEEE % i LT v 5. LRI HAEE 13 SSR 23#T, RFLP
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RAPD #7536 F CREIC AFLP 47258 L Tw b & LTw
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%1% RAPDZIHTIC L 2% A,

ol b O @) O O O O O O O
754 ~—4% 0PBl  OPBIS 0PC9 0PD2 0PG5 0PG6 OPG13 OPM2 OPS13 A03  A09
-5 (bp) 500 1100 2200 1200 430 980 800 1200 1000 800 2200 980 650 1000 1800 810 1600
WiART 5 0 0 0 0 1 1 1 1 0 0 1 1 1 0 0 1
OEDIFEN 0 1 0 0 1 0 1 0 0 0 1 1 1 0 0 1
3% AVl 1 1 0 1 1 1 0 0 0 1 1 1 0 0 1
e By 0 1 0 0 1 0 0 0 0 0 1 1 1 0 0 0
THFR=UFE 0 0 0 0 1 1 0 0 0 0 1 1 1 0 0 0
HDY 1 0 1 0 0 1 1 0 0 0 1 1 1 0 0 1
HEOoE 1 0 0 0 0 1 1 0 0 0 0 1 1 0 0 1
Wik13%5 0 0 0 0 1 1 1 1 0 0 1 1 1 0 0 1
Wik1545 1 0 0 1 1 1 1 1 0 1 1 1 0 0 0 1
XXeHY 1 0 0 1 0 1 1 0 0 1 1 1 1 0 0 1
POOL 0 0 0 0 1 1 0 0 0 0 1 1 1 0 0 0
ENI 1 0 1 1 0 1 0 0 0 0 1 1 1 0 0 0
Terhl 1 0 1 0 0 0 1 0 0 0 1 1 1 0 0 1
B 1 0 1 1 0 1 1 0 0 0 1 1 1 0 0 1
Wikl 45 1 0 0 1 0 1 1 1 0 0 1 0 1 0 0 1
HE A 0 0 0 1 1 1 1 0 1 1 0 0 1 1 0 1
[0 il 0 0 0 1 1 1 1 1 0 0 0 0 1 1 0 1
3 (LI 1 0 0 0 1 1 1 0 1 0 1 1 1 1 1 1
L1 FH 6 1 0 1 1 0 1 0 0 0 0 1 0 1 1 0 0
7K 1 0 0 1 0 1 1 0 0 1 0 1 1 1 0 1
DNAZRIOBN -~ — D —DfEFEOF#EEZ 0 (N K 1 (N FHEY)TRLE

OFNI20FE DR M E I~ — T — 2R LTV D,

DNA (3% & 7> &5 MagExtractor -Plant Genome- DNA i H
¥ v b (RIESERAS), KOS5 A B e
& (MFX-2000) % FH\ it 2175 7.

2. RAPD $#fIZ & % BiEHH
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RCHEMEFR SN otz 178 v —H—THMBR 5N
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HgRicoAH B RO 74 7 EREN~—h —TdH -
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HIZDNA v —H —DBENE VR T T4 T RN~ —
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BEhrzo9~v—h—%2HVwD I Lick>T, fEL 720
T RCEBIT L2 ETERL (BE1X). HB1EC
OMzEMNFTRLEZDOBINS DT 54~ — KU DNA
v —h—DEITHD. £, 7754 <—DIEEES%
2RI LT,

% =

AREBETRE T ==V v I OREE 4°CTiTo 72, HER,
7 == v 7Z 36~40°C TITh N T W A H03% W h3, Fi
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B L7220 W FEZ R CE B TRED 7 v X LT T 4 ~—THH S HDNA.
KO FIWZT LT ITA~—4%R"T. KITWITNHEDOL—VIFAND, L.V A Xv—h—
(200bp DNA ladder), 2.MiK75-1, 3. Mik75-2, 4. WiK7E-3, 5. ¥HiAK7E-4, 6. H5AR75-5, 7.
D EDIFN, S8BT, 9.2 bh Y, 10. 7TH=UF, 11 AN, 12. H SO DEE, 13,4
AR13%5, 14.85K15%5, 15.F X BV, 16. pDHOT=H, 17. HAWE, 18. Fvu s U, 19. 80
e, 20, iAREL4S, 21 E 4, 22. Ok 22 b, 23 EILER, 24. LR, 25, #K.

KEIDFHRN~ — A —.

TIA=—4 HiFERLS(5'—3")
OPB 1 GTTTCGCTCC
OPB18 CCACAGCAGT
OPC 9 CTCACCGTCC
OPD 2 GGACCCAACC
OPD 3 GTCGCCGTCA
OPG 6 GTGCCTAACC
OPS13 GTCGTTCCTG

35.0CTIZ1000bp ML EIc S 2= v o L Bbh BE N
RBEOP RN, N6y FIZRENEL L 5IC
HNTHEL 2D, 39.7CTIREAERZ L kol W
41.6°CH* 5 900 bp T & 1200 bp AHUTICBHIE 7223 > R A58
N, WMEIEL ZHICHNWEL D, 4.3ChroLEL
(F—4Wg). %72, #% DNA O % 50~5 ng / uL 1228
ATHBA, BENHEL A IcoNT Ny FEEEINL, -8
Y—VIZHEL o7 (F—4). DEoZ ths, $
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Abstract : The objective of this study was to establish the technology to identify paddy rice cultivars by Ramdom Amplified
Polymorphic DNA (RAPD) analysis to raise the quality of rice in Tochigi prefecture and to prevent seed contamination in the
foundation seed and the stock seed. A total of 20 paddy rice cultivars including 9 recommended and promising cultivars in
Tochigi prefecture, were studied. They could be identified individually by the electrophoresis of the DNA fragments
amplified by PCR using 7 random primers, on 1.5% agarose gels and by staining with ethidium bromide.

Key words : DNA marker, Identification of cultivars, Paddy rice, RAPD analysis, Tochigi pref..




