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Granulocytic myeloid-derived suppressor
cells are cryosensitive and their frequency
does not correlate with serum
concentrations of colony-stimulating
factors in head and neck cancer

Sokratis Trellakis, Kirsten Bruderek, Jan Hütte, Motaz Elian,
Thomas K Hoffmann, Stephan Lang and Sven Brandau

Abstract

Granulocytic myeloid-derived suppressor cells (MDSC) are a MDSC subset expanded in various cancer types. As many

clinical studies rely on the use of stored collections of frozen blood samples, we first tested the influence of freezing/

thawing procedures on immunophenotyping and enumeration of granulocytic MDSC (G-MDSC). To identify factors

involved in expansion of human G-MDSC, we then analyzed correlations between G-MDSC frequencies, clinical par-

ameters and granulocyte-related factors in the peripheral blood of head and neck cancer patients. HLA-DR, CD14,

CD33 and CD66b allowed a clear discrimination of G-MDSC from monocytic MDSC and immature myeloid cells. MDSC

subsets were sensitive to cryopreservation with immature G-MDSC showing the highest sensitivity. G-MDSC frequen-

cies were increased in advanced disease stage and associated with the level of CCL4 and CXCL8, but not with colony-

stimulating factors, IL-6, S100A8/9, CXCL1 and other cytokines. Our results indicate that the frequency of MDSC, in

particular G–MDSC, may be underestimated in retrospective clinical analyses using frozen blood samples. Increased

G-MDSC frequencies correlate with advanced disease and increased concentrations of CXCL8, but, unexpectedly, not

with growth factors (such as granulocyte colony-stimulating factor), IL-6 and CXCL1. Our data suggest that CXCL8

promotes accumulation of G-MDSC in cancer patients independent of classical colony-stimulating factors.
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Introduction

Myeloid-derived suppressor cells (MDSC) are a hetero-
geneous subset of immunoregulatory cells present in
most patients and animals with cancer.1 In humans,
MDSC are divided into at least two or three major
subsets, namely granulocytic/polymorphonuclear
MDSC (G-MDSC),2 monocytic MDSC (Mo-MDSC)3

and immature myeloid cells (imMC)4 (for an overview
on immunophenotyping of MDSC see Greten et al.5

and Dumitru et al.6). Because substantial differences
between G- and Mo-MDSC exist in mice,1 it seems to
be crucial to also investigate separately these subsets in
cancer patients. Recent studies suggest that high fre-
quencies of MDSC result in worse prognosis.7,8 A
better understanding of the molecular mechanisms reg-
ulating MDSC differentiation and function is needed to

assess the prognostic relevance and potential thera-
peutic targeting of these cells in cancer patients.9

An important question in MDSC biology is how
MDSCaccumulation is regulated; potentially, it requires
either one or two signals.9 In mice and in human in vitro
systems, cytokines, such as IL-6 and in particular colony-
stimulating factors [granulocyte colony-stimulating
factor (G-CSF), granulocyte-macrophage colony-
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stimulating factor (GM-CSF)], have been implicated
in the expansion of G-MDSC.7,10,11 These factors may
also be involved in G-MDSC expansion in human
cancer patients. Therefore, we analyzed potential correl-
ations between G-MDSC frequencies and granulocyte-
related peripheral blood cytokines and growth factors.
Many clinical immunomonitoring studies rely on the
use of large collections of pre-stored frozen blood sam-
ples. However, granulocytes and certain subsets of
MDSC may be more sensitive to cryopreservation than
lymphocytes.12 Therefore, we first tested the influence
of freezing/thawing procedures on humanMDSC immu-
nophenotyping (immune monitoring). For this purpose
we used a recently proposed immunophenotyping proto-
col, which identifies G-MDSC, Mo-MDSC and imMC
within one sample by six-color fluorescence.6

Materials and methods

Study subjects

Blood samples were collected prospectively from
patients with head and neck squamous cell carcinoma
(HNSCC) before oncologic therapy. Altogether, 63
patients with HNSCC of oral cavity, oropharynx,
hypopharynx or larynx were included from 2008 to
2011 (Supplementary Table 1). Exclusion criteria were
HNSCC in other locations, prior radiotherapy or
chemotherapy, synchronous carcinoma in another loca-
tion or severe concomitant systemic infectious disease.
The experiments were performed according to the
Helsinki Declaration and approved by the local ethics
committee. Written informed consent was obtained
from all subjects before sample collection.

Isolation of PBMC including MDSC

We used an established protocol for isolation of
PBMC.13 In brief, peripheral blood of HNSCC patients
was drawn into 3.8% sodium citrate anticoagulant and
admixed with PBS (ratio 1 : 1 v/v) before separation by
density gradient centrifugation (lymphocyte separation
medium,PAALaboratories, Pasching,Austria), a stand-
ard procedure inmanyMDSC studies (see, e.g., Gabitass
et al.8 and Kotsakis et al.12). Mononuclear cells and co-
sedimentingMDSC were harvested from the interphase.
PBMCwere used immediately after isolation for charac-
terization of MDSC or were frozen for later analysis.

Freeze-thaw procedure for PBMC/MDSC

Method A. First, PBMC were frozen. Freezing medium
(90% FCS+10% DMSO) was pre-chilled on ice.
PBMC were resuspended in 1ml freezing medium and
kept directly on ice. The vial was transferred into a pre-
chilled freezing container (cooling rate �1�C/min) and
stored for up to 1wk at �80�C. For long-term storage,

vials were transferred into liquid nitrogen. Second,
PBMC were thawed. RPMI 1640 (10ml; Invitrogen,
Karlsruhe, Germany) supplemented with 10% FCS
(Biochrom, Berlin, Germany) and 1% penicillin–
streptomycin (Invitrogen) was pre-warmed at 37�C.
Frozen vials were warmed up at 37�C in a water bath
until a small lump of ice was left. PBMC were then
transferred into warm medium and centrifuged (300 g,
7min). After determination of cell numbers (Casy
Model TT cell counter; Roche Innovatis, Mannheim,
Germany), cells were used for MDSC characterization.

Method B. PBMC were frozen according to method A.
PBMC were thawed according to method A, but pre-
warmed FCS was used instead of supplemented RPMI
1640.

Method C. PBMC were first frozen by resuspending in
900 ml FCS, adding 100 ml DMSO and storing the 15ml
vial immediately at �80�C. PBMC were then thawed.
Pre-warmed FCS (10ml) was added to the frozen cells,
the vial was warmed up at 37�C in a water bath until a
lump of ice was left, and centrifuged.

Flow cytometry

For characterization of MDSC subsets the following
Abs were used: CD66b FITC (clone 80H3, Beckman
Coulter, Krefeld, Germany), CD14 APC-Cy7 (clone
MphiP9), CD33 PE (WM53), human leukocyte antigen
(HLA)-DR APC (clone G46-6), CD16 PE-Cy7 (clone
3G8), CD11b PE-Cy7 (clone Mac1; CR3) and 7-ami-
noactinomycin D (all from BD Bioscience, Heidelberg,
Germany). Cells were analyzed with BD Canto II using
DIVA 6.0 software (BD Bioscience).

Peripheral blood analyses

Peripheral blood measurements included differential
hemogram, C-reactive protein (CRP), measured with
automated analyzers (hemogram, Sysmex XE5000;
Sysmex, Norderstedt, Germany; CRP, ADVIA 1800/
2400; Siemens Healthcare, Erlangen, Germany), and
cytokine analysis. Serum concentrations of CCL3,
CCL4 and CCL5 were determined with Bio-Plex
Chemokine Assays (based on Luminex xMAP technol-
ogy; Bio-Rad Laboratories, München, Germany),
serum procalcitonin by immunoluminometric assay
(Brahms, Henningsdorf, Germany) and serum concen-
trations of CXCL8, G-CSF, GM-CSF, CXCL1(R&D
Systems, Wiesbaden, Germany) and S100 A8/A9 com-
plex (Cusabio Biotech, Wuhan, China) by ELISA.

Statistical analysis

Standard descriptive statistics were used. To assess
between-group differences we used non-parametric
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exact Mann–Whitney–Wilcoxon U test. Correlation
coefficients reported are (Spearman) rank correlations.
Two-sample Student’s t-tests were used for in vitro
experiments. P-values are two-sided and significance
level was 0.05 (using SPSS Version 16; SPSS Inc.,
Chicago, IL, USA).

Results and discussion

Immunophenotyping of MDSC

Similar to mice, human MDSC also contain different
subsets.1 Human MDSC are most easily analyzed in the
PBMC fraction of peripheral blood subjected to density
gradient centrifugation.2–4,8,13 Markers commonly used
for human MDSC characterization include CD11b,
CD14, CD33, CD15 or CD66b, human leukocyte anti-
gen (HLA)-DR and, in some cases, lineage
negativity.5,6

Based on previous publications, we used multicolor
flow cytometry and Abs directed against CD14, CD33,
CD66b and HLA-DR to phenotype MDSC, isolated
with the PBMC from peripheral blood of HNSCC
patients. With this set of markers we were able to clearly
discriminate G-MDSC2,13 (CD66b+/CD33int/HLA-
DR�) from Mo-MDSC3 (CD33+/CD14+/HLA-
DRlow) and imMC4 (CD33int/CD66b�/HLA-DR�)
(Figure 1A, left panels). According to our experience,
CD11b provides no additional information for immu-
nophenotyping of G-MDSC if CD33, CD14 and CD66b
are included. Instead, gating on CD11b+ will exclude
immature G-MDSC, which lack expression of CD11b,
but do express CD33.13 CD15 is less specific thanCD66b
in identifyingG-MDSC as, in contrast to CD66b, mono-
cytic cells also express low levels of CD15 (data not
shown).

Decreased frequency of G-MDSC in thawed blood
samples

The analysis and correlation ofMDSC frequency, serum
markers and clinical follow-up in larger clinical and
explorative human studies would be very much facili-
tated by the possibility of using frozen stored immune
cells and serum. Differential sensitivity of mature and
hematopoietic progenitor cells to cryopreservation has
been recognized in the field of hematopoietic stem cells
transplantation.14 However, only one study regarding
the effect of freezing on MDSC frequencies in cancer
patients is available at present.12 In that study, a lineage
cocktail was used, which includes CD14 and CD16. This
will exclude classical CD14+Mo-MDSC and CD16+/
CD15+/CD66b+G-MDSC. Consequently, and in
contrast to our study, their study analyzed rare subsets
ofMDSCswith frequencies below 1% for all subsets and
all cancer patients tested.12 Considering the increasing
interest in human MDSC biology, the usage of frozen

blood samples in current clinical studies,8,15 and the
paucity of information available on cryopreserved
MDSCs, we first tested the effect of freezing and thawing
on frequency and composition of the major MDSC sub-
sets in PBMC of HNSCC patients. Because of the
described cryosensitivity of granulocytic cells, we
hypothesized that freezing of blood samples could also
falsify enumeration of G-MDSC in cancer patients.

We tested three different freeze/thawing procedures
and found that cryopreservation did, indeed, result in
reduced frequencies of G-MDSC (Figure 1A).
Frequency of CD66b+ G-MDSC was reduced by
more than 50% in all samples tested (Figure 1B).
Recently, we have shown that G-MDSC consist of a
mixture of immature CD16� polymorphonuclear neu-
trophil (PMN) precursors and more mature CD16+

cells.13 In this study, the percentage of CD16� cells
within G-MDSC ranged between 0.6% and 99.5%
(median 28.4%, mean 37.8� 29.3%, n¼ 24, data not
shown). These immature CD16– G-MDSC were most
sensitive to freezing/thawing procedures (Figure 1C).
Thus, the frequency of G-MDSC and especially of
their immature subset may be underestimated if
frozen blood samples are analyzed. In this study we
focused on the identification of factors likely to be
involved in the numerical expansion of G-MDSC in
human cancer patients. Therefore, functional MDSC
analysis was not intended in this study. Nevertheless,
it is important to note that Kotsakis et al. reported
recently that MDSC functions may also be affected
by cryopreservation.12 Interestingly, other MDSC sub-
sets were also sensitive to freeze/thaw procedures.
While Mo-MDSC showed similar sensitivity compared
to G-MDSC, imMC were only slightly sensitive (per-
centage of viable cells after freeze/thaw procedure
‘A’ or ‘B’: G-MDSC 14� 16% or 31� 14%;
Mo-MDSC 29� 46% or 25� 9%; and imMC 81� 19
or 96� 6%).

G-MDSC counts are increased in advanced disease

After we had established that fresh, and not frozen,
blood samples are required for reliable G-MDSC
immunophenotyping and enumeration, in the second
part of the study we wanted to correlate G-MDSC fre-
quencies with clinical parameters and serum cytokines
potentially involved in expansion of G-MDSC. To this
end, we analyzed a cohort of patients with HNSCC
from whom both G-MDSC counts (direct analysis of
fresh leukocytes) and serum samples were available.
The G-MDSC count ranged between 0.1% and
44.7% within the PBMC fraction (Figure 2A).
G-MDSC counts were associated with disease stage
(Figure 2B) and T stage (Figure 2C). The presence of
lymph node metastasis (N-stage) was not associated
with G-MDSC frequency (Figure 2D). Furthermore,
no associations were found for histological grading,
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Figure 1. MDSC are sensitive to cryopreservation. (A) Multicolor staining of different MDCS subsets immediately after isolation and

after freezing/thawing procedure of PBMC (for procedures ‘A’, ‘B’ and ‘C see Materials and methods). First row gated on PBMC, second

row gated on CD33dim HLA-DR�. (B) Frequency of CD66b+ granulocytic MDSC (G-MDSC) as percent within PBMC directly after

isolation and in freeze/thawed samples and identified according to (A). Each symbol represents an individual donor. (C) Three

representative patients were analyzed for CD16+ and CD16� G-MDSC in fresh and freeze/thawed blood samples.
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tumor localization or age (data not shown). While no
study on a homogeneous large cohort of HNSCC
patients was available thus far, in a study analyzing
MDSC from different cancer types with emphasis on
breast cancer,16 a correlation between circulating
MDSC and disease stage was also observed.

G-MDSC counts are associated with serum CXCL8
and CCL4, but not with CXCL1

HNSCC patients regularly show signs of cancer-related
inflammation with increased systemic inflammatory
mediators such as neutrophil-related cytokines.17

When we analyzed PMN-related serum cytokines/
chemokines, we found that G-MDSC counts were
positively, and significantly, associated with CXCL8
(r¼ 0.523, P¼ 0.002) (Figure 3A) and CCL4
(r¼ 0.620, P¼ 0.001) (Figure 3B). These associations
were independent of tumor stage and consistent in

multivariate analysis (data not shown). No association
was found between G-MDSC counts and other
peripheral blood parameters, such as differential hemo-
gram (leukocytes, neutrophil counts, neutrophil-to-
lymphocyte ratio), CCL3 and CCL5 (data not shown).
Interestingly, G-MDSC counts were not associated
with CXCL1 in the cohort tested (Figure 3C, discussion
below). S100 proteins have been implicated in the
expansion of MDSC in murine models18 and S100A9
has been suggested as a marker for human Mo-
MDSC.19 We found that HNSCC patients with high
numbers of G-MDSC showed a trend toward higher
expression of the S100A8/A9 complex in serum
(P¼ 0.066, n¼ 54).

Elevated levels of CXCL8 (and possibly also S100
proteins) may derive from tumor cells or leukocytes
(such as G-MDSC/neutrophils), both as a result of
secretion or cell death. While studies on S100 proteins
in HNSCC patients are still underway, in a former
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Figure 2. Frequency of G-MDSC in the PBMC fraction is associated with disease stage. (A) Frequency of G-MDSC within the PBMC

fraction (n¼ 63, identification with anti-CD66b mAb). The median percentage of MDSC in the PBMC fraction was 2.7, the mean

7.2� 9 % (indicated with a horizontal line). (B) The G-MDSC frequency is significantly increased in advanced disease (stage III or IV,

n¼ 51) compared with early disease (stage I or II, n¼ 12) (P¼ 0.018). This seems to be a result of an association to T stage (T1/T2

versus T3/T4) (C), not N stage (N0 versus N+) (D). (B–D) Shown are the median, percentiles (10th, 25th, 75th, 90th) and mean

(dashed line) as vertical boxes with error bars, outliers as dots. P-values (Mann–Whitney) are indicated (significance level 0.05)

(n¼ 63).
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study, we have shown that head and neck cancer cells
produce CXCL8 in vivo and in vitro.17 In another study
we observed no increase in production of CXCL8 by
peripheral blood neutrophils from HNSCC patients
compared with healthy donors.20 However, overall neu-
trophil numbers and the neutrophil-to-lymphocyte
ratio are increased in cancer patients.6,17 In addition,
neutrophils from cancer patients showed reduced spon-
taneous apoptosis suggesting a longer half-live of these
cells in cancer patients. This could mean that, in
addition to tumor cells, neutrophils, and probably
G-MDSC, also contribute to increased CXCL8 in the
serum of cancer patients.

CSFs and IL-6 are not associated with G-MDSC
frequencies

Colony-stimulating factors such as GM-CSF and
G-CSF are typical candidates for granulocyte release
into the peripheral blood in normal physiology and
bacterial infection. These factors, together with IL-6,
have been suggested as inducers of MDSC

accumulation and expansion.7,9,10 Furthermore, CRP,
a general inflammatory marker, and procalcitonin, a
marker of extent bacterial inflammation, were tested
for their correlation with MDSC accumulation.

GM-CSF and procalcitonin were not detectable in
the majority of patients (Figure 4A) and, even if
detected, no correlation with clinical parameters was
found (data not shown). Increased CRP was associated
with higher T stage,17 but did not correlate with
G-MDSC frequency (data not shown). G-CSF was
not correlated to the G-MDSC count (r¼�0.097,
P¼ 0.522, n¼ 46) (Figure 4B) or differential hemogram
counts (e.g. the percentage of neutrophils: r¼�2.94,
P¼ 0.115, n¼ 30) (Figure 4C). Also, no association
was observed between serum IL-6 and G-MDSC
count (Figure 4D).

In a recent study by Gabitass et al.8 G-CSF was not
induced in the plasma of patients with gastrointestinal
and other types of cancer. Partly in contrast to that,
elevated G-CSF levels, as well as high MDSC counts
with a high percentage of neutrophilic MDSC, were
observed in glioblastoma patients.21 However, no
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Figure 3. The G-MDSC count is associated with CCL4 and CXCL8, but not with CXCL1 and S100 A8/A9. G-MDSC count (see

Figure 1 and Brandau et al.13) was determined by flow cytometry and plotted against levels of serum CXCL8 (A) (n¼ 32) , CCL4 (B)
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correlation testing was described in that study, and
CXCL8 and IL-6 were not increased in glioblastoma
patients.

Mobilization and recruitment of neutrophils from
bone marrow to inflamed sites is mediated by CXCR2
ligands, such as CXCL1 and CXCL8, together with
G-CSF.22,23 In mice, serum levels of murine CXCL1
(KC) were increased shortly after injection of human
G-CSF, leading to mobilization of neutrophils.23

Recently, G-CSF-triggered stem cell mobilization in
humans was shown to induce cells reminiscent of
G-MDSC.24 In our cohort of cancer patients,
G-MDSC frequencies were associated with the
CXCR2-ligand CXCL8, but not with CXCL1 (Gro-a,
another CXCR2 ligand) and G-CSF. As a CXCL8
homolog has not been identified in mice, it has been
suggested that mouse CXCL1 is a functional homolog
of human CXCL8.25 We assume that in mice tumor-

triggered G-CSF may induce expansion of G-MDSC
directly or indirectly via CXCL1. By contrast, mobil-
ization of G-MDSC in humans may be mediated inde-
pendently of G-CSF via another CXCR2 ligand,
namely CXCL8.

Conclusion

In accordance with other studies, which found no
increase of G-CSF in the serum of cancer patients,8

our data argue against a role for CSFs in driving accu-
mulation of G-MDSC in HNSCC patients. No correl-
ation of G-MDSC with CRP, procalcitonin and
neutrophil-lymphocyte-ratio also argue against an
accumulation of MDSC as part of a general cancer-
related inflammatory process. Instead, increased
G-MDSC counts rather appear to correlate with
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Figure 4. G-MDSC is not associated with CSFs and IL-6. (A) GM-CSF (n¼ 46) was measured by ELISA and procalcitonin (n¼ 44) by
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myeloid effector chemokines, such as CCL4 and
CXCL8, which are produced in large amounts by acti-
vated myeloid cells also in cancer patients.26,27 These
activated myeloid cells could either be MDSCs them-
selves 27 or non-MDSC myeloid cells, such as classical
monocytes,26 which become activated in response to
serum-derived factors. It has been shown that neutro-
phils and G-MDSC in cancer patients exhibit a pro-
longed lifespan compared to their counterparts in
healthy donors and if exposed to tumor-conditioned
medium.13,20,28 Thus, we would like to propose that
induced serum concentrations of CXCL8 mediate
delayed apoptosis and increased mobilization from
bone-marrow (possibly linked to a block in maturation)
finally resulting in the accumulation of G-MDSC.29

Certainly, future studies, which should use subsets of
MDSC isolated directly from fresh, non-cryopreserved
blood samples, are needed to further unravel the com-
plex differentiation, mobilization and activation of
these cells in human cancer patients.

Funding

This work was supported, in part, by the Deutsche
Forschungsgemeinschaft (BR 2278/2-1) (S.B.), the Medical
Faculty of the University Duisburg-Essen (IFORES pro-

gram) (S.B.) and the Krebsgesellschaft NRW (S.B. and S.L.).

Acknowledgements

We thank Petra Altenhoff for technical assistance and Antje

Sucker (Department of Dermatology, University Hospital
Essen) for advice regarding cryopreservation of cells.

References

1. Peranzoni E, Zilio S, Marigo I, et al. Myeloid-derived suppressor

cell heterogeneity and subset definition. Curr Opin Immunol 2010;

22: 238–244.

2. Zea AH, Rodriguez PC, Atkins MB, et al. Arginase-producing

myeloid suppressor cells in renal cell carcinoma patients: a mech-

anism of tumor evasion. Cancer Res 2005; 65: 3044–3048.

3. Filipazzi P, Valenti R, Huber V, et al. Identification of a new

subset of myeloid suppressor cells in peripheral blood of melan-

oma patients with modulation by a granulocyte-macrophage

colony-stimulation factor-based antitumor vaccine. J Clin Oncol

2007; 25: 2546–2553.

4. Almand B, Clark JI, Nikitina E, et al. Increased production of

immature myeloid cells in cancer patients: a mechanism of

immunosuppression in cancer. J Immunol 2001; 166: 678–689.

5. Greten TF, Manns MP and Korangy F. Myeloid derived suppres-

sor cells in human diseases. Int Immunopharmacol 2011; 11:

802–806.

6. Dumitru CA, Moses K, Trellakis S, et al. Neutrophils and gran-

ulocytic myeloid-derived suppressor cells: immunophenotyping,

cell biology and clinical relevance in human oncology. Cancer

Immunol Immunother 2012; 61: 1155–1167.

7. Solito S, Falisi E, Diaz-Montero CM, et al. A human promyelo-

cytic-like population is responsible for the immune suppression

mediated by myeloid-derived suppressor cells. Blood 2011; 118:

2254–2265.

8. Gabitass RF, Annels NE, Stocken DD, et al. Elevated myeloid-

derived suppressor cells in pancreatic, esophageal and gastric

cancer are an independent prognostic factor and are associated

with significant elevation of the Th2 cytokine interleukin-13.

Cancer Immunol Immunother 2011; 60: 1419–1430.

9. Condamine T and Gabrilovich DI. Molecular mechanisms reg-

ulating myeloid-derived suppressor cell differentiation and func-

tion. Trends Immunol 2011; 32: 19–25.

10. Lechner MG, Liebertz DJ and Epstein AL. Characterization of

cytokine-induced myeloid-derived suppressor cells from normal

human peripheral blood mononuclear cells. J Immunol 2010; 185:

2273–2284.

11. Waight JD, Hu Q, Miller A, et al. Tumor-derived G-CSF facili-

tates neoplastic growth through a granulocytic myeloid-derived

suppressor cell-dependent mechanism. PLoS ONE 2011; 6:

e27690.

12. Kotsakis A, Harasymczuk M, Schilling B, et al. Myeloid-derived

suppressor cell measurements in fresh and cryopreserved blood

samples. J Immunol Methods 2012; 381: 14–22.

13. Brandau S, Trellakis S, Bruderek K, et al. Myeloid-derived sup-

pressor cells in the peripheral blood of cancer patients contain a

subset of immature neutrophils with impaired migratory proper-

ties. J Leukoc Biol 2011; 89: 311–317.

14. Majado MJ, Salgado-Cecilia G, Blanquer M, et al.

Cryopreservation impact on blood progenitor cells: influence of

diagnoses, mobilization treatments, and cell concentration.

Transfusion 2011; 51: 799–807.

15. Mundy-Bosse BL, Young GS, Bauer T, et al. Distinct myeloid

suppressor cell subsets correlate with plasma IL-6 and IL-10 and

reduced interferon-alpha signaling in CD4(+) T cells from

patients with GI malignancy. Cancer Immunol Immunother

2011; 60: 1269–1279.

16. Diaz-Montero CM, Salem ML, Nishimura MI, et al. Increased

circulating myeloid-derived suppressor cells correlate with clin-

ical cancer stage, metastatic tumor burden, and doxorubicin-

cyclophosphamide chemotherapy. Cancer Immunol Immunother

2009; 58: 49–59.

17. Trellakis S, Bruderek K, Dumitru CA, et al. Polymorphonuclear

granulocytes in human head and neck cancer: Enhanced inflam-

matory activity, modulation by cancer cells and expansion in

advanced disease. Int J Cancer 2011; 129: 2183–2193.

18. Sinha P, Okoro C, Foell D, et al. Proinflammatory S100 proteins

regulate the accumulation of myeloid-derived suppressor cells.

J Immunol 2008; 181: 4666–4675.

19. Zhao F, Hoechst B, Duffy A, et al. S100A9 a new marker for

monocytic human myeloid-derived suppressor cells. Immunology

2012; 136: 176–183.

20. Trellakis S, Farjah H, Bruderek K, et al. Peripheral blood neu-

trophil granulocytes from patients with head and neck squamous

cell carcinoma functionally differ from their counterparts in

healthy donors. Int J Immunopathol Pharmacol 2011; 24:

683–693.

21. Raychaudhuri B, Rayman P, Ireland J, et al. Myeloid-derived

suppressor cell accumulation and function in patients with

newly diagnosed glioblastoma. Neuro Oncol 2011; 13: 591–599.

22. Wengner AM, Pitchford SC, Furze RC, et al. The coordinated

action of G-CSF and ELR+CXC chemokines in neutro-

phil mobilization during acute inflammation. Blood 2008; 111:

42–49.

23. Kohler A, De FK, Hasenberg M, et al. G-CSF-mediated throm-

bopoietin release triggers neutrophil motility and mobilization

from bone marrow via induction of Cxcr2 ligands. Blood 2011;

117: 4349–4357.

24. Luyckx A, Schouppe E, Rutgeerts O, et al. G-CSF stem cell

mobilization in human donors induces polymorphonuclear and

mononuclear myeloid-derived suppressor cells. Clin Immunol

2012; 143: 83–87.

25. Bozic CR, Gerard NP, von Uexkull-Guldenband C, et al. The

murine interleukin 8 type B receptor homologue and its ligands.

Expression and biological characterization. J Biol Chem 1994;

269: 29355–29358.

Trellakis et al. 335



26. Yokoigawa N, Takeuchi N, Toda M, et al. Enhanced production

of interleukin 6 in peripheral blood monocytes stimulated with

mucins secreted into the bloodstream. Clin Cancer Res 2005; 11:

6127–6132.

27. Eruslanov E, Neuberger M, Daurkin I, et al. Circulating and

tumor-infiltrating myeloid cell subsets in patients with bladder

cancer. Int J Cancer 2012; 130: 1109–1119.

28. Rodriguez PC, Ernstoff MS, Hernandez C, et al. Arginase

I-producing myeloid-derived suppressor cells in renal cell carcin-

oma are a subpopulation of activated granulocytes. Cancer Res

2009; 69: 1553–1560.

29. Chornoguz O, Grmai L, Sinha P, et al. Proteomic pathway ana-

lysis reveals inflammation increases myeloid-derived suppressor

cell resistance to apoptosis. Mol Cell Proteomics 2011; 10: M110.

336 Innate Immunity 19(3)


